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« Polygenic risk as a risk factor has not been Anious
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 Sufficient signal is contained within a PRS for MD to distinguish severity across the continuum.

« UK Biobank items selected: Patient Health

» A stronger association of PRS in recurrent cases relative to controls indicates MD may be best
Questionnaire 9, Generalised Anxiety Disorder 7 conceptualised as continuous within a categorical underpinning.
» Future studies should seek to understand the optimal demarcation suggested by this genetic

and 2 subjective well-being items (belief life is
boundary

meaningful and general happiness).
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